Definition of topic

+) handbooldescribing the molecular monitoring of diversity
and toxigenicity of cyanobacteria surface watersut also

in food supplements

+) upto-date overviews plus the necessary scientific basis for
the subsequent use of molecular tools, qualitative and
guantitative analyses and the interpretation of thesults

Keyfeatures
+) Standardizeg@rotocolson molecular detection tools
incuding the workflow from sampling to data analysis

TargetAudience
+) trainedprofessionals analyzing cyanobacterial diversity
and toxigenicity in watesamples

+) technicabffices and agencies which are in charge of water
body surveillance andhonitoring
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protocols



A handbook on molecular tools for the »
detection and quantification of toxigenic§_ 2"
cyanobacteria

A Editors: RaineKurmayerKaarinaSivonen AnnickWilmotte and Nico
Salmaso

A 11 chapters (Introduction, Sampling, Isolation, Taxonomic
identification, nucleic acid extraction, conventional PCR, qPCR,
microarrays, DGGE, High throughput sequendipgplication) written
by 37 Authors

A 44 SOPs, 21 Tables + 5 Tables (Appendix), 62 illustrations (Flow
diagramg, min. 200pages

APublisher: WILEY Blackwell (submijteeview of copyediting,
(response of authors), Publicatiomearly 2017




Molecular tools handboolstructure, individual chapters and linke8OPs

2.1. Planktonic | 2.2. Benthic
cyanobacteria cyanobacteria
ch.1 Genetic basis-Summary @pling and metadata

2.4 Food |25. Sampling [2.6. Data
supplements |for RNA analysis| recording

¥ 4

5.2. Reducing
5.1. Standard| | extensive 3.2. Flow

5.3. Quantitative !
DNA isolation

ch.5 Nucleic acid extraction

3.1. Isolation|| cytometry sorting || 3.3. Axenisation|

ch.3 Isolation and cultivation

DNA isolation! | mucilage

ch.4 Species identification

(4.1. Microscopy | [4.2. Polyphasic approach|

i
v
i

5.5. Genome|5.6. Food |5.7. RNA|5.8. cDNA 3.4. Culture|[3.5. Strain  ||3.6. Cryopreservation|

amplification |isupplements extraction synthesis media maintenance
v \/ - —>
6.2. General|[6.3. Genus- e 4 JENUS-
6.1. General || mcyE/HEP || specific mcyE|[6.4.General ]7.1.Opt|n.1|sat|.on| specific 7.4. Rel. quantification
mcyA+RFLP | | primers primers |anaC ‘7-2- Callbratlon\ mcyE/meyB |mcyB genes
S).(StAngarall X ch.6 Conventional PCR ch.7 quantitative PCR L e (e B e DL LT e
6.6. General 6.8. mcyB | 6.9. meyA 7.5.mcy | | 7.6. L. 7.8. MIQE 8.1. DNAchip| [8.2. cDNA
cyrd popul_atlon Microcystis in genes General| |General | | guidelines general mcyE| | Microcystis
genetic | food supplements cDNA cyrJ sxtB
variability

ch.10 NGS + bioinformatics

i
|

10.1. PCR 16SrDNA | 10.2. Bioinformatic

ch.11 Application-Review
deep-squening analysis

‘9.1. mcyA general\

l )
SOPs from individual chapters but highlighted by the same background are directly related.




The genetic basis of microcystin synthesis in cyanobacteria
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The genetic basis of cylindrospermopsin synthesis in cyanobacteria
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